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Neighbor-joining tree for 113 COI sequences
aligned and analyzed using Clustal Omega
1.2.4 (2021. https://www.ebi.ac.uk)
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Elagatis bipinnatula (3 GenBank
sequences)

Seriola rivoliana (10 sequences +

11 GenBank sequences)

Seriola dumerili (6 sequences +
20 GenBank sequences)

Naucrates ductor (3 GenBank
sequences)

Seriola fasciata (23 sequences +
1 GenBank sequence)

Seriola zonata (31 sequences +
5 GenBank sequences)



